To analyze the relationship between XPC mRNA and E-Cadherin protein levels in lung adenocarcinomas, we retrieved and analyzed the data from TCGA dataset by using a tool in www.cbioportal.org. Specifically, select "Query" on the home page of the website www.cbioportal.org, selects "Lung Adenocarcinoma (TCGA, Provisional)" from Select Cancer Study. In the "Select Genomic Profiles", select "mRNA Expression z-Score (RNA Seq V2 RSEM)" and "protein/phosphoprotein level (RPPA)". In "Enter Gene set", input "XPC: EXP < 0", then click "Submit". On the next page, click "Protein Change" tab, then change Antibody Type to "protein_level", click CDH1 (encoding E-Cadherin), the corresponding figure will show.
To analyze the relationship between XPC and Snai1, Snai2, or Zeb1 mRNA levels in lung adenocarcinomas, we obtained the data from TCGA, Nature 2014 by using www.cbioportal.org. Specifically, on the home page of the website, select "download data", then, select "Lung Adenocarcinoma (TCGA, Nature 2014)", click "mRNA expression Z-score (microarray)" from Select Genomic Profiles, and enter gene set "XPC, SNAI1, SNAI2, ZEB1", select "Transpose data matrix". Click "Submit", the XPC, SNAI1, SNAI2, and ZEB1 mRNA Z-scores of 230 cases will appear. The correlation between XPC and other genes Z-scores was then analyzed by Pearson correlation and plotted using Minitab.
Wound-healing assay
Cells were cultured in 6-well plates until full confluence. Cell monolayer was carefully scratched using a 200-µl sterile pipette tip and washed twice with fresh medium. Cells were cultured in the presence of 5μg/ml of mitomycin C to inhibit cell proliferation. The wound edges were photographed under an inverted-phase microscope after 24 h, and measured. Figure S1 : Prognostic significance of XPC in lung cancer. (A,B) The effect of XPC mRNA expression level on the overall survival (A) and progression free survival (B) in 1,432 lung cancer patients was analyzed and the Kaplan-Meier plots were generated by Kaplan-Meier Plotter (http://www.kmplot.com). (C,D) The effect of XPC mRNA expression level on the overall survival (A) and progression free survival (B) in 865 lung adenocarcinoma patients was analyzed and the Kaplan-Meier plots were generated by Kaplan-Meier Plotter (http://www.kmplot.com).
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